Genetic and Biochemical Analysis of

the Regulator of the Yeast 26S Proteasome
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Subunit composition of the RP

Name Old name (or ORF) MW (kDa) essential Human gene
base
lid Rptl  CimS/Yta3 52.4 + S7
Rpt2  Ytas 488 + pS6 (S4)
RP Rpt3  Yta2/Yatl 48.0 + p48 (S6)
Rpt4  Crii3/Sug2/Pcsl 49.4 - p42 (S10b)
base Rpt5  Ytal 48.2 + S6
Rpt6  Sugl/Cim3/Cri3 45.2 + p45(S8)
Rpnl Hrd2/Nasl 109.4 + p97 (82)
CP Rpn2 Sen3 104.3 - pl112 (S1)
Rpnl0 Sunl/Mcbil 29.7 - S5b
lid
Rpn3 Sun2 60.4 + P58 (S3)
Rpr4  Sonl/UfdS 60.1 +
Rpn5 Nas5 51.8 + PSS
Rpn6 Nas4 49.8 + Pp44.5 (59)
Rpn7 YPR108w 49.0 + p44 (510)
Rpn8 YOR261c 383 p40 (812)
Rpn9 YDR427w 45.9 - p40.5
Rpnll Mprl 34.4 + Poh1
Rpni2 Ninl 31.9 + P31 (S14)
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Suc-LLVY-MCA Hydrolysis
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