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Fig. 2 ski7A stabilizes the degradation of MFA2pG-mRNA intermediates
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Ski2 Rrp4 normal decay abnormal

Ski7N deletion mutants binding binding  in ski7A decay in WT
Yes Yes Yes No
Yes  Yes* No Yes*
Yes No No Yes
No Yes No Yes
No Yes No No
No Yes No No
*: weak

Fig. 5 The entire Ski7 N domain is required for 3' — 5' mRNA decay
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