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Fig.3 Chromatogram of translation products
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Fig.4 Incorporation of [*H]Alanine and ['“C]Phenylananine

Open bars represent incorporated [“C]Phenylalanine and shaded bars show

incorporated [3H]Alanlne at each ratio(Ratio=Phe-tRNA/Ala-tRNA, Ala-tRNA:20pmol)
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Fig.7 A site binding assay




