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Clone no. Clone name CDS ID Clone no. Clone name CDSID KEHR
1 vk37e9 C26E6.4 14 vk490el12 KO02F2.2
15 vk499g10 WO06F12.1 17 vk556g5 FO9F7.3
16 yk538al2 F26B1.3 51 vk293a7 C47D12.6
20 vk602f11 F52E1.1 123 vk391b7 F20D12.4
23 vk41h6 T22F3.3 153 vk578al C56A3.8
26 vk118h8 MO3F8.3 156 vkb85¢c12 TO01C3.7
112 vk507f10  T05G5.7 164 yk605b2 M28.5
123 yvk391b7 F20D12.4 168 vk670b1 K07C5.4
126 vk486e10 T20G5.1 Z0M
134 vk540f8 -
157 vk585e12 WO02A2.h 32 vk199f3 C31C9.2 Slow .growing
161 vk595h12  C28C12.2 50 vk286hlz - Bursting
164 vk605b2 M28.5 80 vk383f7 F11G11.8 Dpy
111 vk506a7 - Pvu
128 vk529f3 ZK1151.2 Bursting
KR CREWBIROINZEDHES)
Clone no.Clone nameCDS ID HFEE ZHR BEE
%
9 vk385el1l WO09C3.6 Serine/threonine protein Type I 100
phosphatase PP1
10 vk437b3 C25G4.6  PDZ domains Type I 100
42 vk233g4 F32A11.3 - Type I 58
47 vk270cl  T25G3.2  Chitin synthase Type 11 100
121 vk292d2 T21E3.1 Protein tyrosine phosphatase Type II 100
131 vkb34e2 FO7Al1l1.2 Aminotransferase Type 11 67
148 vk574el  HO2I12.1 - Type III 71
TR (REEERNVEHE)
Clone no.Clone nameCDS ID HE% R BEE
%
12 vk445a8 T05G5.10 Eukaryotic initiation factor 5A Glp 100
50 vk286h12 - - Glp 54
111 vk506a7 - - Degenerative nuclei 100
116 vk519f1 F35G12.10 ATP synthase b chain Pachytene arrest 100
127 vk520f4  CO5D2.5 - Degenerative nuclei 75
134 vk540f8 - Pumilio repeat family Mog, Diakinesis defects 43
153 vk578al C56A3.8 - Glp 57
160 vkb590b8 CO7H6.5 ATP-dependent RNA helicase Diakinesis defects 100
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¥3%) . Glp: Germline proliferation defect (7MDK AE T S) . Mog : Masculinization of germline
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