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REFZEE, MIRRGERE SN D IBOHEAEZ B D, b M NKMIEO CcD8' T
REDBREZ 0 F L NIV THLEMNTT SH72DIT. SAGE (Serial Analysis of Gene
Expression)i%Z AW TIN5 OfIANFHEE T 5 BETF 2 EFEWICHEN L. T
DIERZHETND,

1. KER> DIBIE T NK ML E O CD8* T Ml T DFEBIBE NG L id - 7243,
EELSN—HOMIRTHRL THWHBRET BRI SN, NKHIFRICBWTH
BB SN > 7= DI, Ksp37. cystatin F. actin related protein 2/3 complex,
subunit 1A*. Kkiller cell Ig like receptor . hypothetical protein FLJ10688*. protein
phosphatase 1, regulatory (inhibitor) subunit 16B* . likely ortholog of mouse SH3
gene SLY*, LIM and SH3 protein 1*. serine/threonin kinase 10* & U a-defensin 1
727z, —7 CD8" THHMETIX. v-jun avian sarcoma virus 17 oncogene homologue

(c-jun) . interleukin 8. unknown gene* (EST) . B cell translocation gene 1, anti
proliferative®. hypothetical protein FLJ14058*, PHD finger protein (contains a zinc
finger-like PHD finger)*. TRAIL. dual specificity phosphatase 1*. human T cell
receptor active alpha-chain mRNA from JM cell line, complete cds* & O} chemokine
receptor CCR7 DFEBINE N o 7z, TNTHNOMBEEICB N T, *HIODWEE
2T IL SAGE DFERFBNA SN Lo Tz,

2. NK #ifgid. granulysin. granzyme B. o-defensin 1. perforin. DNAX
activating protein (DAP) 10 K TX NK receptor 7% &, MG EMICEE G 9 5EE
FERBL TWe, Y1 ML TEIA D EZDLETH—ITBIL T,
NK #ifEId IL-2RB KX CX5C receptor 1. CD8* T MilAEIZ interleukin 8. CCR7.



IL-4R. IL-7R KON LARC/R EEFRHAL TWiz, TR b= ACHEET 55
F T, NK#IfEIE apoptosis-associated speck like proteins containing CARD.

CDS8* T #Hifilid TRAIL. TNF receptor associated factor; TRAF 4. apoptosis-related
cystain protease ; caspase 8 XN TRAF 5 72 E & BIRMIZHBE L T, 7))L
ZEICHEET 57 F T, CD8" THIFZIZH T STAT 6 DFEENED 51/,
P& I, NKHIRZIZSBWT, galectin 1. integrin 2. integrin oL 23FEE L
Tz, ZORRNS NKHIFZITHB T galectin 1 DFEIHAY, CD8' T HIIICH
WT LARC DFEBRNPAS M L8> Tz,

3. NKAHIED CD8* T MilITx 3 S AHBIfREIL 0.779 TH D . mWEHLIEZRL
Jzo —75 CDS*'THEREIE, Th2 MifIC LU Tieb s WEEE (FHBER%4:0.806) 7Y
HBDIENRENTI,

4. AW THENT L72 SAGE DFERICB T, RF—ITEBENRNT & Z2HER
T 57D, MR THEICEND B EETITDWT RT-PCR 217722 /.
RT-PCR O B1% SAGE 7 515 5 N RICIFIE—B L TH D, SAGE DfEE
PRI EEZ DU ONROBEFRE IO 7 7 1IVELT, BEHTESC
EDIRE NI,

5. CDS' T HfE & L L T, NKAIE THE S HEEL TWEBEFITDONT,
CDS' THIIED 3 DY Ty MIBIT5FELZ RT-PCR IZXL D#RF L7z, NK
MHILTHEBL U T/ perforin,  granzyme B X X CX3CR1 L7 =7 ¥ —CD8*' T
MR B N TR FEEL TW=A, CD8' THIFRTHEL TWwiz CCR7IE, F1
— T KRUOAEY —CD8" THIFITBWTHEL Tz, £/ NKHIRIZBWTHE
LU TWEHRBET OB TH 5 hypothetical protein FLI12443 & X MGC915
id ARV —KRUOLT7 2275 —CDS' THIMICBWTREL THD., INs0i#E
BFONNK ML, ATY—KARLT /% —CD8" THIFIZH T 5@ ORI
B 59 B AREEAVR E N,

6. NK il THHLL TW/zo-defensin 1 O, CD8" T Ml 7w MTXT i
EVEEZBE Uze a-defensin 1 1371 —7 CD8" T Ml Z BEE IR L ClEE
I®z. £z IL15 FE T THEE LU NKMIIZICHB W T, o-defensin 1 DFEBLN



RS, IL-15 @ NK Hfgid 358 U WBEEEDVR S /2. E 7z a-defensin 1
NFA—7 CD8' T i Z2RINEEI T2 2T, BRGE N S EEMS
BTAD T F )T BRlEEE RS N,

Pl b, A#@Cd e b NKHIRER O cD8* THIBEMNFEEL 4 2 85T & EiEmIC
T L. NKHIBIRTE LT 2006 b 2 EEZ OMREICES T2 BETER
RLUTHO, —7% CDS' T Mifgid. JEMALANCITMREGEHICE ST 2 8ET
FIFEEAERBELTE5 T, resting DREEEDDICHERBETEFKBRL T
WBRIREMEZR LTz, TNETO NKAIEKR O CD8* T #ifld DBFETIE, BEFD
BEFICETIESNZERLMESN TN 2R, AHZFETIE. s
OHIRIC BN TERMNN DAFBMICLBOREEN MY 5 2 & T, Ml
OEEZ DT LIV THLENMNIT S ETEEREHZRTEZEZ 6N, FAOD
BEHIHETHEHDEEZ 5N,



