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Pyrococcus furiosus D% EM £ Tix, B0 *F - 3 HEAN % F
727 ADP AR (1)~ Bt 54645 ATP T 7% { ADP) ® 7'V 2 % — £ (ADPGK)
ETHAFTINVT M FF—EADPPFRK)DFED b > TBY | ZDFREZ Kt
Wi T 5 B AR ICEBRAS S 727z, 72, ADPGK & ADPPFK (21
HMEEDD Y ADP HEEHF F—F¥ADPK) 7 7 IV — %2 L T 528, BEBRE
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AW/ BERFREEREICL VITo 72, tICK ORKETFT VI 2.3 A5k
T, R1# 20.4 %. Rfree25.2 %T ADP % —5T&A TWwWh, %7z back soaking
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tIGK #& & X2 0 —REF OMEED 5 FHl S N7z & 9512, BERBEMO ATP
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i3 YBREM L ZAT) ¥ 1) YEREE AL DA T IRIF L £ DR 5
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