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[Z TPR (tetratrico peptide repeat) motif 555 (human Tld 5 D. yeast T3 3 D). yeast NAT1
&R 40%DBRIMEERDDFERIVELIE (GenBank accession number AJ314788), DD F
& HEK293 #8aH\5 RT-PCR A TEE L. hARD1 E DS E R RENEEERVN TR UL,
ZDFER. HEK293 fifaRToEZE R LZ (Fig.1).
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HRIRT CIEEEOERR LREBESINEN 2/, TNIE human T N-acetyltransferase J&1E
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3. hARD1 dominant negative form QEIE

hARD1 (320 N kil N-acetyltransferase SE14E = X 1 VAT acetyl-coenzymeA fE& )L — 7
BT BEHIEIREFEL TUVD (amino acid residues 82-87, RXXGXA), COREZBRBL. FD
consensus sequence THD Arg82 & Gly8s ZZNZ1 Ala ICEEE1E7Z hARD1(hARD1 R82A,
G85A) HZ{ERLL.. N-acetyltransferase ;SN\ DREZERETUIZ, HEK293 flRICZNZND
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ZRIC K DWERIL R82A < G85A THo/Z (Fig.2, ANOVA, significance at p<0.05 or better),
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BULIE—ERETDCELZHESNCURE, EBICENDSD dominant negative form ZRUNT
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