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Fig.1 GSPT and its interaction molecules.
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T mRNA BAESND, L5 ETY Fig.6 A proposed model for the processes from translation
MEEEN (Fig 6), termination to mRNA degradation mediated through GSPT.

A, termination phase B, mRNA-decay phase
NMD pathway poly(A) shortening
3

IHNAA\
GTP hydrolysls

Py

S TN <y
ribosome



