HXRER Functional Analysis of CDK-activating Kinases in

Arabidopsis thaliana
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CAK2AY: Arobidepsis
CAK3At: Arcbidopsis
R2: Aloe

CAKAAS: Arabicopsis
CDK7: Human
MO15: Mouse
MO15: Xenopus
Mcs: Sch. pombe
Kin2e: 5. careviaine
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