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Candida albicans

Pichia farinosa
Saccharomyces cerevisiae
Kluyveromyces lactis

FFERE

Acremonium chrysogenum
Neurospora crassa
Aspergillus fumigatus
Penicillium chrysogenum

EFFERSE

Schizosaccharomyces pombe
Saitoella complicata
Taphrina wiesneri
Protomyces inouyei

P. lactucae-debilis

P. pachydermus

OAEFERS

Lentinus edodes

Bullera alba

Coprinus cinereus
Phanerochaete chrysosporium

Rhodotorula minuta
Mixia osmundae

BFEE

Mucor spinescens
Rhizomucor pusillus

EAEE

Entophylyctirs confervae-glomeratae

Rhizophydium littoreum

R. patellarium
Allomyces moniliformis
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