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D DB ERZ M % ﬁ*}‘k dnaB4374 0.0/72 6.7/76 Pro38Leu
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Fig. 1 The dnaD'S, dnaB!S and dnalS mutants specifically exhibited DNA synthesis defects
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Fig.2 Flow cytometric analysis of DNA contents in dnaDts mutants
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Fig. 3 FACS analysis of DNA pattern in dnaB2831
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Fig. 4. Model for functional roles of S. aureus DnaD, DnaB and Dnal in DNA replication
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