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Disease Symbol / Name Gene Locus Gene description
ABCA4 Stargardt disease ABCA4 1p22 |ATP-binding cassette transporter
CORDS8 Recessive cone-rod — 1q12-24 —

ARMD1| Age-related dominant MD {Hemicentin1| 1925-31 Jimmunoglobulin superfamily

DHRD Malattia Leventinese EFEMP1 2p16 |EGF-containing fibrillin-like extracellular matrix protein 1

RHO Dominant RP Rhodopsin [ 3922 {Rhodopsin

STGD4 Stargardt-like MD - - 4p —

STGD3 Stargardt-like MD ELOVL4 6q14 |[Elongation of very long fatty acids protein
MCDR1| North Carolina type MD - 6q14-16 -
CORDS9 Recessive cone-rod - 8p11 —_

VMD2 Best's MD VMD2 11912 {Bestrophin

CTRP5| Dominant MD, late onset CTRP5 11923 |[Small collagen secreted by RPE
CORDS5 Dominant cone-rod GUCY2D 17p13 |Retinal-specific guanylate cyclase
TIMP3 | Sorsby's fundus dystrophy TIMP3  |22q12-13|Tissue inhibitor of metalloproteinases-3

MD: macular degeneration, RP: retinitis pigmentosa
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Table 2. Protein components in monkey drusen

Protein Accession No.}_ Protein Accession No.

Actin, alpha 2 0il4501883| |Hemoglobin, beta gi|4§)4349[
Albumin gij|4502027| |Hemoglobin, deita @i|70353]
Aldehyde dehydrogenase 3 i|283971} Histone, H2A C gi|4504239|
Aldehyde dehydrogenase 5 gi|105247} Histone, H2A Z 0i|4504255|
Aldolase A Qij4557305] |Histone, H2B F gi|10800140|
Alpha-1-antitrypsin gi[1703025| /g, alpha 2C gi|113585|
Alpha-1B-Glycoprotein gi|46577680] |ig, gamma 2C gi[121043|
Annexin V gil4502107| [lg, lambda gif{87890|
Apolipoprotein E 0i|4557325| |Lactate dehydrogenase A gi}5031857|
ATP synthase alpha chain, mitochondrial |gi|4757810] [Malate dehydrogenase 1 gi}5174539|
Calmodulin 2 0i|4502549| |Peptidylprolyl isomerase A isoform 1 gi{10863927|
Calreticulin gil4757900]  Phosphoglycerate kinase 1 0il4505763|
cAMP-dependent protein kinase inhibitor, beta  [gi|14210480| JPhosphoinositide 3-kinase, T96 0i|7434348|
Cell adhesion protein SQM1 gi[105595] Plectin 1 gi[14195007|
Ceruloplasmin gil4557485|  |Prostatic binding protein 0i|4505621]
Clusterin @i[4502905|  |Protease inhibitor 4 §i[21361302|
Collagen, alpha 1(Vll) i|627406| Pyruvate dehydrogenase gil4885543|
Complement component 5 0i|4502507|  |Pyruvate kinase, M1 isozyme gi|20178296}
Complement component 9 gil[4502511| [Ran-Binding Protein 2 gij1709217}
Creatine kinase B gi|125294| Recoverin gil4506459
Crystallin, beta B2 0i]299263| Retinol-binding protein 3 0ij4506453|
Crystallin, beta S gi|345764| Structural maintenance of chromosomes 1-like 1 gi|30581135|
IDystrobrevin, alpha isoform 8 0i{14916515| {Transferrin gi|4557871|
Enolase 2 gi[5803011] |Triosephosphate isomerase 1 gi[4507645)
G3PDH gi[7669492 | Tubulin, alpha 3 gi|5174733)|
Glucose phosphate isomerase gi|18201905] JUbiquitin and ribosomal protein L40 ¢i|4507761]
Glutamate-ammonia ligase gi|2144562| JUbiquitous mitochondrial creatine kinase gi[10334859]
Haptogiobin 0i{4826762| {Vimentin gil14742600)
Haptoglobin-related protein 0i{123510} Vitronectin gi|72146|
Hemoglobin, alpha 2 0i|4504345| ]14-3-3 protein beta/alpha gij4507949|

The components consistent with those of AMD drusen are shown in bold letters. The components that belong to the gene
families, other members of which were known to be consituents of drusen in AMD, are shown in italic letters. National Center
for Biotechnology Information database accession and version numbers are listed.
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