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Cle:0/C18:1
C16:0/C18:1 major
(C18:0 C18:2) minor



1 8 (C14:0 [0.34p M],
C16:0 [9.19u M], C16:1 [0.55u M], C18:0 [4.04p M], C18:1 [7.72p M], C18:2 [3.70u M],
C18:3(n-3) [0.52y M], C20:4 [0.81p M])

major C16:0 C18:0 C18:1 C18:2 4
3 192
minor 8
3 ( 30u M) 96 (
96HR 192HR
c14:0] ci6:0] c18:0] c16:1] cig:1| ci8:2|ci83n3) c20:4 |c14:0]c16:0] c1s:0]c16:1] c18:1] c18:2|c18:3n-3)] c20:4
c14:0[cie: €14:0[C16:0 | 5.39 |
caofcis: 514 [4.88 | 358 | c140[C180
cie0cis: [5.11 [4.93 | c16:0[c18:0
ci6:1|c1s: | 4.69 | ci6:1|cis:1 ]
C16:1 ci6:1|c18:2
c16:1 [ 2.08 | ci6:1]cis:zns
C16:1 3.63 | c16:1|c20:4
ci8:1 5.22 ci8:1|c18:2
cis:1 5.22 cis:1fciszns
ci8:1 | 5.00 | cis:1|c20:4
c18:2 | 4.93 | cis:2]cisan-a
ci18:2 | 3.22 | c18:2|c20:4
C18:3(n-3) C18:3(n-3)|C20:4

n.s. not significant

48 2 ) 192 4
Medium Growth rate
(C14:0vs C16:0vsC18:0 ) oo TERTT
(C18:0vs C18:1vs C18:2 ) Albumax 773 + 088
C16:0/ C18:1 6.39 + 0.39
96 192
C16:0/ C18:1/ C14:0 596 + 057
192 C16:0/ C18:1/ C16:1 604 + 0.88
15 C16:0/ C18:1/ C18:2 427 + 057
C16:0/ C18:1/ C18:3(n-3) 503 + 106
C16:0/ C18:0/ C18:2 510 + 0.38
C16:0/C18:1 C14:0/ C18:0/ C18:2 450 + 0.15
_ C14:0/ C18:0/ C18:1 349 + 101
5 C180  lgocisycise 345 + 074
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15 7 672 7
[C16:0/C18:0/C18:2] [C14:0/C18:0/C18:2] [C14:0/C18:0/C18:1]

[C18:0/C18:1/C18:2] [C16:0/C18:1/C14:0] [C16:0/C18:1/C16:1] [C16:0/C18:1/C18:2]

[C16:0/C18:1/C18:3(n-3)] 8 2 Cl6:0/C18:1 2
7
(C14:0 C16:1 C18:2 C(C18:3(n-3)) Cl16:0/C18:1
C18:0 4
2 C14:0/C18:0/C18:2 C14:0/C18:0 C18:0/C18:2
C14:0/C18:2 C18:0
o PE
C14:0 C1l16:0 C18:.0 PS
C18:1 C18:2 in vitro - v PC
1
5 p— - TAG
C18:0
DAG
o o o — N
I 8 %8 99
O 0o 0O 0 o

PE: Phosphatidylethanolamine
PS. Phosphatidylserine

PC: Phosphatidylcholine
TAG: Triacylglycerol

FFA: Freefatty acid

DAG: Diacylglycerol

C18:0



[C16:0/C18:0/C18:2] [C14:0/C18:0/C18:2]

[C16:0/C18:0/C18:2] [C14:0/C18:0/C18:2]

c18:0
C14:0 C18:3(n-3)

| [Human Serum]

C16:.0

cis1

C18:2

(A)

3 \ v
90 . [C16:0/C18:0/C18:2] B {
[C16:0/C18:0/C18:2] () i
c18:1 [C14:0/C18:0/C18:2] 2 :
cis:1 C16:0 :
[ 1] | f
[c1a0cis0c18:2)
©
C18:0
Ci6:0/C18:1
ci8:.0 1,2
2
C18:0 C18:1 desaturase
C14:0 C16:0 elongation system ( 2B,C) desaturase

elongase





