Studies on genome-wide DNA methylation profiles of cellular differentiation in mouse

DNA

DNA CG CpG

CpG
CpG
Tissue-dependently and differentially methylated regions: T-DMR CpG
CpG
DNA DNA

DNA
DNA

T-DMR



DNA

DNA 5-aza-2’-deoxycytidine 5-aza-dC
DNA
in vitro
T-DMR
T-DMR
DNA
3T3-L1
3T3-L1 5-aza-dC
DNA
Restriction landmark genomic scanning (RLGS) T-DMR
T-DMR 500 Notl GCGGCCGC 8
159  Notl
PCR Pyrosequence 4 Growing Confluent Postconfluent
Mature adipocyte 13
RLGS 1,100 Notl 4

32  Notl



14
213  Notl
Notl
PCR
Notl
Long terminal repeat LTR
T-DMR
T-DMR 50%
46 T-DMR
MRNA 5’
UCsC
T-DMR (i) 5’
(iNCpG CpG
T-DMR
5
T-DMR CpG
CpG
213 Notl 500bp  CpG GC
100bp 10CpG

DNA

Virtual image-RLGS

T-DMR
CpG
(iii)
CpG
46  T-DMR CpG

T-DMR CpG



DNA

DNA

T-DMR CpG

DNA

DNA

DNA

DNA



