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Figure 1. PKSs from 4. solani
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Figure 4. Soll product

Table 1. NMR data of Soll product

Position  °C H(mult., Jin Hz) Posiion "C H (mt, Jin Hz)
- COSY sppm  Sppm sppm  Sppm
—= HMBC 2 164.1 10 2814 1.47(m)
3 992 1 298 1.42(m)
y 4 1644 - 12 321 207(m)
5 997 6.021(s) 13 1308 5.564(m)
H N ¢ 1662 - 14 1314 6.88(m)
. )\ Y Nt 7 1223 6.06 (d, 16.7) 16 1319 6.02(m)
2 H ZHH 8 1373 6.50{dt, 167,67) 48 1264 .64 (m)
desmethylprosolanapyrone | 9 22 2226767y . " ’;': ::;‘(:) 62)
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Figure 4 Proposed mechanism
of oxidative D-A reaction by SPS
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Totalprotein Total activity  Specific Activity — _L ——— em— i— m— c— e 200 kDa
Purific ation step mg {umolmin) gumollmln - mg ) »
1 1¥iter culure medium n 9.2 0.1 - ] - 2‘;3 ::z
2 Phenyl sepharose 20 7.2 0.4 . Q a ;
- 66 kDa
3 80% (NHi SOs sup 5 3.0 02 e W o o -~ )
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7 NonoQ. 0.6 1.1 1.8 s
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Table 2. SPS purification from Pichia pastoris
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Figure 8. HPLC profiles of the mycelial
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Figure 9. Proposed biosynthesis of PKSF products
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