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Glycoproteomic Profiling of Lung Cancer Serum Proteome:
Novel Approaches for Carbohydrate—targeting Tumor Marker
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¢ GlcNAc: N-acetylglucosamine, GalNAc: N-acetylgalactosamine, Fuc: fucose

Gal: galactose, NeubAc: N—acetylneuraminic acid



