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Figure 1. (a) Schematic illustration of the protein immobilization of a
hydrogel using designed coiled-coil peptides; (b) Structure of designed
peptides; (c) Structure of designed protein, 1aE-GFP-1aE.
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Figure 2. Schematic illustration of two-step approach of glucose-sensitive protein-release gel
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Figure 3. Designed cyclic peptides.
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