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7.0.4 % implement L TV % RAXML Blackbox “C partitioned &% t:{5%1T->7=(Stamatakis et al., 2008), 47l
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Figure 3.2. Divergence times of the medaka fishes genus Oryzias (Oryziinae) estimated from the partitioned Bayesian
analysis. A posterior distribution of divergence times with 95% credibility intervals (black rectangles at nodes) was obtained
using mitogenomic DNA sequences (13411 sites). Two sharks (Scyliorhinus canicula and Mustelus manazo) were used as
outgroups (not shown). The multidistribute program (Thorne et al., 1998) was used to estimate divergence times assuming the
tree topology shown in Fig. 3.1. Capital letters at internal nodes indicate nodes at which maximum and/or minimum time
constraints were set (see Table 2 for details of the individual constraints). Constraints S, T, and U are the biogeographical

constraints of cichlids suggested by Azuma et al. (2008).
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