swCRE B
Strong association between the CpG island methylator phenotype and
HER2 amplification in human breast cancers
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CIMP- CIMP- CIMP- P value
negative low high

pl6 methylation (+/-) 0/11 1/28 3/20 0.106
BRCAL methylation (+/-) 0/11 2127 3/20 0.182
CDH1 methylation (+/-) 1/10 5/24 8/15 0.066
Menopausal (pre/post) 5/6 15/14 5/18 0.086
Stage (I/1I/111) 5/6/0 10/13/6 7/7/9 0.053
Lymph node metastasis 2/9 14/15 6/10 0.423
(positive/negative)

ESR (positive/negative) 8/3 17/12 9/14 0.053
PGR (positive/negative) 8/3 22]7 10/13 0.040
Nuclear grade (1/2/3) 2/5/4 3/11/15  1/4/18 0.016

CIMP-high : AFJLiLEnf-EzF 4 ELE

Increasing or decreasing trends were tested by Mantel-Haenszel chi-square.






