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Figure 2. Synthesis of DRBG-488.

AR UTER T 0 — T, EARD FRET BB SN, AEEPICBOTIEL A SRR RS 22
WS, AGT BEZ VRV BRFET DHEAICE, BN T BRIGISET U TR T 300 524
DENBEINR Y, BREOT 0 —TIHE T IR T B S L BOEELHRET S = L2
AR Ch o7 (Figure3). T -VLEUNHE—RBERISIOEE SN, FNLE 7 n—7 O¥EEE

(& o TR RERER I T VU S hiz 2 Vs BOBIAE RIS RAEL D - L RFRETH . &

Fa—T % AV TAMIBIC I 5 AGT B2 o Y BO TR T A BRI =5, Fu—
7 OMBEFEEKTE LT, MR, RSN RET BEN S VB R, WTIVDERIEORRK
DT B —T OFFE IS CAHET 5 2 L S TTHECH 5 = & BSRED L.

v —
—_ 200  femee- DRBG-488 before
= —— DRBG-488 after

Protein of @ S

R O S -

Benzyl Moiety :‘%
QEVK K
NH, b= 1500 -
H 4 § AGT Labeling
lnterest H
N k=350 (sec'M™) o
Non-fluorescent S 500
. o
Strongly
Guanine Moiety o Fluorescent o

450 500 550 600 650
Wavelength (nm)

Figure 3. (Left} Design of'ﬂuorescently “activatable” AGT labeling probe.

{Right) Fluorescence spectrum of DRBG-488 (1 uM) in phosphate buffer (pH 7.4) before and after addition of AGT (1.5 pM).
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Figure 4. Fluorescence visualization of COS7 cells expressing (N)-AGT-EGFR fusion protein labeled by DRBG-488 for 90 min. Cells
were stimulated with or without EGF (100 nM).

Figure 5. Fluorescence visualization
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of newly synthesized (AM)-SNAP-EGFR
- : : delivered onto plasma membrane
) ) - labeled by DRBG-488 (HEK 293 cells).
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