imputation SNP SNP

CNV
Genome-wide combined imputation and association analysis P<10*
43 SNPs P<x107 SNP

P rs6693836 1025.3; P=9.0x10° rs11118918 1032.2; P =5.7 x10™’
rs17116165 5033.2; P =9.7 x10°®  rs6033574 20p12.1; P=2.5x10°
SNF SNF
CD34 hematopoietic progenitor cell antigen CD34  SAP30L SAP30-like

SPTLC3 serine pamitoyltransferase, long chain base subunit 3

genome-wide
combined imputation and association analysis P<10* 22
SNPs SNP rs3906652 5q32;
P=20x10" SNP PPP2R2B protein phosphatase

2 (formerly 2A), regulatory subunit B, beta isoform

CNV global burden analysis rare
CNV
common CNV

ZNF541 zincfinger protein 541
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