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DNA  GAPDH Real-time PCR DNA

DNA

DNA median 41.2 ng/ml (23.8-68.0ng/ml n=6 DNA

median 301 ng/ml  58.1-899ng/ml n=18

DNA Gautschi DNA
DNA DNA median 12.6 ng/ml,
DNA median 39.6 ng/ml  Danese DNA
DNA DNA median 14.0 ng/ml,
DNA median 91.5 ng/ml DNA
DNA
Mann-Whitney rank sum test, p<0.0001
DNA r=0.23, p=0.36
DNA
Mann-Whitney rank sum test, p=0.0002 DNA

DNA



DNA NCBI

Gene Expression Omnibus

6 GDS1688, GDS1650, GDS1312,
GSE7339, GSE6044, GSE4824 1
1/8
8
7 Gene ontology cell

communication(GO:0007154), cell adhesion(GO:0007155), cell cycle(GO:0007049),

cell cycle process(G0O:0022402), cell motility(GO:0006928), cell

proliferation(G0O:0008283), cellular developmental process(G0O:0048869)

285 285 CpG Island Searcher
CpG 224
224 173 DNA
DNA PCR CpG CpG

Bisulfite COBRA combined bisulfite restriction

analysis) DNA

DNA 10 PKP1, SPOCK1, FLRT2, IRS2, DNAH9,



PTEN, UCHL1, GOS2, OSMR, ARPC1B 10

TagMan MGB 8 PKP1,

SPOCK1, FLRT2, IRS2, DNAH9, PTEN, UCHL1, GOS2

DNA

10 pl6, APC, ESR, RASSF1A, RARB2, CALCA, DAPK, DBC1,

TSLC1, MYOD1 18

18 18

2 6 QAMA  quantitative

analysis of methylated alleles

DNA Fisher
Fisher
DNA p16
DNA PR
Fisher p=0.0004, n=18 2
PR PRO

MST=737 ,SD/PD 9 MST=303 |, log rank test p=0.011



PR 9 median PFS=227 ,SD/PD 9 median PFS=97 , log rank
test p=0.00019 p16
(p16 8 MST=801 ,pl6 10 MST=311
, log rank test p=0.022) pl6 8
median PFS=236 , p16 10 median PFS=98 |, log rank test
p=0.0022
DNA p16
2 2
18
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DNA exonl
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