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LXRax : 0.2 uM LXRe : 24-4.8 pM LXRa ; >30 M
LXRB : >30 uM LXRp : 3.5-4.3 uM LXRE : =30 uMm
a-glucosidase : =100 pM w-glucosidase : =100 pM a-glucosidase ; 17-18 pM
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Compound  position DFP-IV DPP-8
7 meta  86% (3.1 uM) 23% (>30 uM)
8 ortho 87% (4.0 uM)  43% {11 uM)
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Compound R Emax ECgp[uM] Emax FECsg[uM] Emax  ECgy [uM]
] B 53% 11 27% 13 7% N.D.
SMO0  Me B8% 88 4% 73 102% 74
{R)-10 " Me 103% 45 B% - 40% 12
(Sy11 Et 7% 33 £0% 3.4 82% 6.2
(R Et  120% 15 13% 83 23% 93
{5p12 n-Pr 67% 1.8 62% 22 36% 7.9
(A2 nPr 65% 28 6% 93 % .
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IC5p = 4,2-5.3 uM
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