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In silico Analyses of Nucleosome Positioning
and Dynamics
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7. BERET XD LTS ) SR DR, FHIZRRE VR LEX 7 LAY —MIBERT, X @it
Alu OFDEED D O, YHIIX 7 LAY —A, DNA ¥ 7 OEEOEREEZET,
(Y. Tanaka, R. Yamashita, Y. Suzuki and K. Nakai, BMC Genomics, 2010 X Y 3| )
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entropy fE& H# L7= & Z A, unstable 72 X 7 L 4 Y — Al entropy [ERAAEIZEW D &0
RENT(XK 8B), FEERTHEEGT A MNERIZOWTHELZR-E A, 7a~vF U
7 U U TIEMEE RO LA STV D 4 D DOEREIN 11X entropy” & “linker ratio” /Mt o>
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DO THRBEVMEZ R LTc, LLEDOFRERNOIEH A DB LI 2 DOEEIEIX 7 LAY — 4
EFETV U TOEAWERBRL TV Z ERNREI T,

I mE—F—EICRT DARIEEAFIH L, BB T35 L OB AT L, &8
THRBIEE L CTIE 100 LLED DNA ~ A 7 a7 LA OERERFEMEZF 72 REE{LoRKE
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7 VAV — ARBICHFET 2845 (closed chromatin) TIHEL 282, —HTX 7 LAY —ADORRB—E
(dynamic open chromatin, £#)7 &5 —# & v k(stable open chromatin, ##)5>13”entropy” D& TR BITX
%, B) BEZN® unstable & stable X 7 L &Y — AR T? entropy D2,
(Y. Tanaka, I. Yoshimura and K. Nakai, Chromosoma, 2010 & Y 5| /)
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