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TeWE %, FIXAEICHD LI2WE %<7, <NUCLEUS>» 6 OBk & KANL, SPI &
A EERE 20 L TR 2 RBARB Lz, MEOBE) - G - B{bohz <7 #
FR T, MART SPIERUC L - TR S D@z, KERITHINS 5 @z s L,
CYP7a1l; cholesterol 7a-hydroxylase, Dher7; 7-dehydrocholesterol reductase, Fasn; fatty
acid synthase, G6pc; glucose-6-phosphatase, HMG-CoAr; HMG-CoA reductase, Mel;
malic enzyme 1, Pdhal; pyruvate dehydrogenase, Pklr; pyruvate kinase, Scrbl;
scavenger receptor class B, SCD1; stearoyl-CoA desaturase 1, Sqle; squalene epoxidase,

SREBP1; sterol regulatory element binding protein 1, TGs triglyceride.



