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LMD K 5 72515 Tld7e < | Bifidobacterium J&\Zxf3 5 target PCR & AW\ 7= Y
TV E A I PCR 72 EOEENDLAM R J71ET, Y7L ? dysbiosis DFEERHE
K72 EE 7 e A2 +ICi i cEx 5 &5 x5, £, JEHAELIC T 7
NAFTT 4 7 A BAULBNRESELYRLZ L TTRICHLTED LI IZEH
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