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Actinotalea fermentans DSM 31337 (X79458)
—IN Demequina aestuarii JCM 121237 (DQ010160)
499‘,\‘7 Demequina lutea SV45T (EF451745)
Demequma oxidasica YM05-1041T (AB522640)
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\—99'? Demequina globuliformis YM24-125T (AB522643)
Demequia salsinemoris DSM 220607 (AB471559)

Sanguibacter keddieii ST74T (X79450)

Paraoerskovia marina DSM 217507 (AB445007)

98— Oerskovia turbata DSM 205777 (X83806)

LNOerskovia enterophila DSM 438527 (X83807)

Cellulomonas flavigena NCIMB 8073 (X79463)
Cellulomonas terrae DB5T (AY884570)

Cellulomonas denverensis ATCC BAA-788" (AY501362)
\; Luteimicrobium sarcticum DSM 224137 (AB489904)
Tropheryma whipplei CNCM 1-2202T (AF251035)
54 99 Leucobacter komagatae IFO15245 (AB007419)
Leucobacter exalbidus K-540BT (AB514037)
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L Rarobacter faecitabidus DSM 200307 (Y17870)
Bogoriella caseilytica HKI 0088™ (Y09911)
Ruania albidiflava AS4.31427 (DQ343153)
L Georgenia muralis 1A-CT (X94155)
Beutenbergia cavernae DSM 12333 (Y18378)
N Salana multivorans DSM 135217 (AJ400627)
LNEMiniimonas arenae YM18-15T (AB522642)
Serinibacter salmoneus DSM 218017 (AB455532)
Dermabacter hominis DSM 70837 (X91034)
Jonesia dentrificans DSM 206037 (X78420)
Brevibacterium linens DSM 204257 (X77451)
87] Yaniella halotolerans YIM 700857 (AY228479)
N Micrococcus luteus DSM 200307 (AJ536198)
Dermacoccus nishinomiyaensis DSM 204487 (X87757)
4,—,7\— Dermatophilus congolensis DSM 441807 (AJ243918)
\; Intrasporangium calvum DSM 430437 (AJ56282)
Kineosporia aurantiaca NRLL B16913" (AF095336)
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